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Online Resource SA Pan-cancer mutational profiling of FAP
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Online Resource 5B Stabilizing and deleterious mutations with a frequency > 2 in FAP

R_ef Pro_te_zin A.It Cancer Type Frequency DDSl 1 Flexibility DDG Stability Functional
Residue Position Residue (kcal.mol-1.K-1) (kcal/mol) Impact
S 71 F Pancreatic Cancer 3 -0.023 Decrease 0.323 Stabilizing Deleterious
E 204 K Melanoma 3 -0.197 Decrease 0.622 Stabilizing Deleterious
| 231 M Lung Cancer 2 -0.176 Decrease 0.328 Stabilizing Deleterious
P 245 L Ovarian Cancer 2 -0.422 Decrease 0.413 Stabilizing Deleterious
R 263 W Colorectal Cancer 1 -0.771 Decrease 1.408 Stabilizing Deleterious
T 297 M Colorectal Cancer 2 -0.332 Decrease 0.788 Stabilizing Deleterious
H 376 R Melanoma 3 -0.082 Decrease 0.163 Stabilizing Deleterious
G 479 E Melanoma 3 -0.742 Decrease 0.477 Stabilizing Deleterious
S 531 L Melanoma 2 -0.014 Decrease 0.072 Stabilizing Deleterious
P 535 S Melanoma 3 0.094 Increase 0.131 Stabilizing Deleterious
G 576 V Liver Cancer 2 -0.973 Decrease 0.045 Stabilizing Deleterious
G 581 S Malignant Glioma 2 -0.486 Decrease 0.038 Stabilizing Deleterious
| 620 M Colorectal Cancer 2 -0.492 Decrease 0.009 Stabilizing Deleterious
G 666 C Lung Cancer 2 -0.543 Decrease 0.147 Stabilizing Deleterious
S 757 F Melanoma 5 -0.166 Decrease 1.289 Stabilizing Deleterious

*Bold indicates the mutations present in the catalytic domain




